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(=] HNY SRS/ K E (oxygen-glucose deprivation/recovery, OGD/R) Xt A549 filiify
BRI T S AR TR DO o Z M AR LR . JiTE IR NI AS49 ARk, T AR R
2/ L AN AL, 43 Rkt BEZH (control ) |, SEUMERI S5/ K 52 2H (OGD/R) |, S8 5/ WK I 52 G fls T
il 2H (OGD/R+VX-765 ) , Wi 35/ I 52 4 P T4 k) 55 25 ( OGD/R+FMK) |, 5% FH it =X 48 A A A6z 000 4
MIPA T2 >R AT ELISA P 35 7R 40 M E 3 AR Todn i) 1L-18 (IL-18 JK°F, R RT-qPCR il Western
blot &I & 40 ML J8 T- AR T2 0G5 20 719 mRNA 58 R AKF. 89k S5 IR4LHEL, OGD/R 4]
A549 AR T T [ (3.67+0.64) 5(12.57£1.97) ,P<0.05], 5 OGD/R 2 tr %%, OGD/R+VX-765
LU T RFRARL (5.97+1.28) ,P<0.05] ; 5 X R He %, OGD/R 48555 g P AR T bR IL-18 (1L-18
IKETFE L (7.80+0.80)ng/L (7.99+0. 11) ng/L 5(17.35+0.44) ng/1..(18.06+1.73) ng/L,P<0.05];
5 OGD/R 41 [l 4%, OGD/R+FMK 4 1L-18 . IL-18 7K E-RE K[ (4. 72£0. 59) ng/L . (10. 24+ 1. 42) ng/L,
P<0.05] ;0GD/R Al H|J AS49 4 it I8 = 5 R T Q| 7 1 ) mRNA FI#E K5 5 OGD/R 4 4L,
OGD/R+VX-765 41 BID [fJ mRNA F17E 1 HI%) 32k SRR [ (1. 7420. 14) _(1.29+0.09) »s (1. 12+
0.18) .(1.01+0.10),P<0.05],0GD/R+FMK #{ GSDME /) mRNA FIZE (I AHX} FE ik B (1. 35+
0.10) .(1.20+0.06) vs (0.94+0.05) ,(0.52+0.03),P<0.05], &% OGD/R mJ[a]if5] & A549 40
RAFBT G, BT 508 T A 55 500 B PIFP ) 50 2 mT [W] B OGD/R 51y AS549
AT ST,
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[ Abstract | Objective To investigate the effects of oxygen and glucose deprivation/recovery (OGD/R)
on apoptosis and pyroptosis of A549 cells, and to explore the possibility of the mutual regulation in apoptosis
and pyroptosis. Methods A549 cells were resuscitated and cultured, randomly divided into control group,
OGD/R group, OGD/R+pyroptosis inhibitor group ( OGD/R+VX-765) and OGD/R+apoptosis inhibitor group
(OGD/R+FMK). The apoptotic rate was detected by flow cytometry, the levels of pyroptosis markers IL-18
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and IL-18 in the supernatant were measured by ELISA, and the expression of key molecules in pyroptosis and
apoptosis at mRNA and protein levels were detected by RT-qPCR and Western blotting, respectively. Results

The apoptotic rate was significantly increased in the OGD/R group than the control group (12.57+1.97 wvs
3.67+0.64, P<0.05), and the rate of the OGD/R+VX-765 group was decreased than that of the OGD/R
group (5.97+1.28, P<0.05). OGD/R resulted in obvious increased levels of IL-18 and IL-18 in the
supernatant (17.35+0. 44 vs 7. 80+0. 80 ng/L, 18.06x1.73 vs 7.99£0. 11 ng/L, P<0.05), but FMK
treatment notably reversed the increases of 2 inflammatory factors (4. 72+0. 59, 10.24+1. 42 ng/L., P<
0.05). OGD/R enhanced the mRNA and protein expression levels of key molecules of apoptosis and proptosis
in A549 cells. While, VX-765 decreased the mRNA and protein levels of BID (1. 12+0. 18 vs 1. 7420. 14,
1.01+0.10 vs 1.29+0. 09, P<0.05), and FMK reduced those of GSDME (0.94+0. 05 vs 1.35+0. 10, 0. 52+
0.03 vs 1.20+0.06, P<0.05) when compared with the cells from the OGD/R group. Conclusion OGD/R
can induce pyroptosis and apoptosis in A549 cells simultaneously, and there exists shared signaling pathway in

pyroptosis and apoptosis. Pyroptosis and apoptosis inhibitors can simultaneously inhibit the 2 types of OGD/R-
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induced cell death.
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T RE , 4 & T Il e ot P 3 SR b Mo b Rz
AR U457 S i LR fg o B2 B i > — L1 A
FIZ=/ WK 5 ( oxygen-glucose deprivation/recovery, OGD/
RO REA 7 HIR AR 20 B /K 7 b B 5 55 it 598 1 i 1 34
N o FEE RIS IR LR, OGD/R AT 5 | 40 i & A
SRR T P A 4 R 2 AU A A 5 4k S A T o
BT AT Caspase 1.4.5 45, RN
JEE3E 375 PR T e RO 2H B T 2R, P 8 PR 40 B R TL-18
IL-18 & Th s F R VAR e —Fh < ke U
(2R MIBE T, B A 20 B ERATLAAR Ay 1o X 4 3 A o B
TH R AR, PR ALK I o A AP fa LT R B 5 K
PR, HANE Y 1Y B8k B2 00 20 i A T 4 ] BB T 3R
i B2 DR R A A A T A0 O T D) 3
Caspase 3 43, Iy 400 1] PN 453 B3 454 , o DL T~ 200
R AR AW Wa s A=l REL Rl o2 K Lo N
T F R W 2T ARl A P 4 i A 7%
AR PEAR AN I F A TR e —Fl
CLLERE)T A AR T Ty 2, N B A A S AN
AS49 0 IR T i b Bz i, HA K A A AT R
HFERIRE ST W VRO SE IiiE b Bz 20 M B BE M A G
A PRSI B A A . FRATRTIIBE ST IESS, OGD/R
A5 % A549 4ij & AT IR — OGD/R 4
T A % AS49 dER IR T, DA REE TS ST
P PR R T, LA A AS49 20 i LA A S AR

BT, MATEE . AT AT )

1 #R5E7EE

L1 e £ 2K A

N AS549 iy b pz A0 M A Ak, ¢h AR B v 52
WA, b DMEM 3535 5504 H Gibeo 24 W] 5 Job
DMEM $55% 50 3 15 R B A BR A w5 6 4 175 1 H
BUIH DU 275 A 4 T AR M R BR A 7] 5 Annexin V-FITC/
P08 T R I 750 & A US4 i B 7 IL-18 , IL-18
ELISA {7 & W B ik s A W B A R ) s PCR G
¥R & W B MedChemExpress A7 BR 2 w5 51411
H I ¥ 4 T; VX-765. Z-DEVD-FMK Iy H % [
APEXBIO 73 A ; 42 8 (1 HEHGL ) £ BCA FE vk B2
AR S ALY EARBG A RA T R
SeREUARNS A B IE R A W H AR A R TR A F]
1.2 wmpsE Ao

P URRATI AS49 4 37 °C R, >R F 5
SRR 10% 864 38 1) = B DMEM) B5 37454,
B2 KRB 1 IR, B4 K% K 70% ~ 80% it
TR UATE JUAH : % BRZH (control ) , 4804 1) 25/ 4K 52 20
(OGD/R) , 48 UM 1 25/ WK 52 52 5 FE T4l 3R 26 ( OGD/
R+ VX-765) , S 0 | 5/ 2 52 & Ja 1 40 il 55 46
(OGD/R +Z-DEVD-FMK, LI F fif # OGD/R +FMK)
OGD/R 1M H AR OB ge i 2, BAR 7 i o4
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OGD/R- 21 4 i 5 48 oMl JC 1L 75 15 7 5%, 76 37 CHI 1%
0, 25 T ALH 6h SR J5 o8 2 3G AR 3 7E 37 C 21%
0, M T 4k 23557 6h, it BEBLLUIG PR A5 1T By ik
IM-F5 9 1 o FE, VX-765 &Yk il 50 pe/mL, Z-
DEVD-FMK 43 i 60 pg/mL, ¥F OGD/R FiflA
AHRL AT 2L A e o 0 BRZE AN AR P AT IR ] 5 25 T B 4
ERFRIL I AE AT OGD/R 4b¥, OGD/R J5435
N5 4 40 ) T B B T AH G FE A, AR A D 25 2R 4y
B, ASBFFEAB IR 1 5 2 20 B A 25 L T S T
th OGS BID A1 GSDME /) mRNA Fid (H5K55
1.3 AmX i ARn A549 ) K-

¥ H] Annexin V-FITC/PT X4 i LA =X 40 g A3 i
AR, FEOLTRANE < Dhog 43 R AL H B 40, A HE
WeRE Ry B Z T 5% 107 A4, R T 6 FLAR, 1L
4 mL $EFERE R, TR A0 MO RE T, 4% BRI A 4 20 Ak 2
R, SRS FE LR IR AL, ) PBS k)G, T 0. 25% i
B ENHE L E R0 se 2 W% SO, L) 1 000xg
B0 5 min, 3R FIE R, WOAR A, ] PBS ARt
LI A. BLS~10 T AEE R4, T 4 CT U
1 000xg 0> 5 min, 52 FIEWK, B4 3 WG, #4540 i
H & T binding buffer 200 L g1 AR AN A Annexin V-
FITC #1 PLi{RI % 10 wL, 225200 2), T 4 CR#OL
H 30 min; FIA binding buffer 300 L, A i 40 942
Fr 00 &4 M A H T
1.4 ELISA 3% & A549 fa e k&% + IL-18 IL-18

49 7K

KA S SR A S, WA B3R, 4 °C (1 000xg
B30 20 min , W BV, A -80 CvkAf &, R 43K
FEAIS A S5 42 J5 ok ] ELISA 23 7 _E i Wb IL-1B F0
TL-18 (MR BE A E A e B0 & e B 5 61 7, AR
FHEE 450 nm AL CEEE(E D(450) , fAERR I
& IR PR S T AAEA R iy TL-18  TL-18 ¥R JEZ
1.5 RT-qPCR #& | AS49 tape B — 5 A —H x4 T

mRNA &) % ik

RS FREE RS 2R TRIzol VA2 HUE RNA A5
FRALIA TRIzol 24K 1 mL, 5870 TIR S 4 fL, e
2 EP Bk FAkZE2 % 10 min, A4S 200 pl,
WBE 30 s &R 5,4 °C .14 400 t/min, 5.0 10 min J5
B EJZKAR . A GE AT S P BRE, TR IE 30 s 78401
57,4 °C 14 400 r/min, Z5.0> 10 min, W4 F1 €8 RNA it
VE o e IR A S B A 5 20 BB B eDNA | 5 14
225 °C 2 min,42 °C 45min,85 °C 2 min, X LAt
J6E i PCR JEM & mRNA k7K, RO S 4

95 °C 15 min;95 °C 10 5,60 °C 32 s, 3L 40 ~E#F, %%
SIS IR 1, R R B TR (2725 ) 4307 H 5
%%j‘isu B'aCtin %W%ﬁﬁo

x1 ERYESIMFISRRKE
Name Primer sequence

i 5'-GAAGAAACACTCTGAGCAAGTC-3'
Caspase 1 N 112
TU#:5-GATGATGATCACCTTCGGTTTG-3'

_F37:5’-AGGGATGAGAGTGTTGTGTGAAACG-3’
NLRP3 131
Fiif: 5-GCTTCTGGTTGCTGCTGAGGAC-3'

AsC ¥#: 5-CTCAAGAAGTTCAAGCTGAAGC-3' u
Ti%:5'-TAGGTCTCCAGGTAGAAGCTG-3'

¥#: 5-GAGCTTCCACTTCTACGATGCCATG-3'
GSDMD "
Ti%:5'-CCTGCGATCTTTGCCTGTCCTG-3

i 5'-CCAAAGATCATACATGGAAGCG-3'
Caspase 3 N 185
T :5'-CTGAATGTTTCCCTGAGGTTTG-3'

_ii#:5’-GACTTCGCCGAGATGTCCAG-3
BCL2 129
7 :5-GAACTCAAAGAAGGCCACAATC-3'

BAX % 5'-CGAACTGGACAGTAACATGGAG-3' 57
7 :5-CAGTTTGCTGGCAAAGTAGAAA-3

BID 7 :5'-CTGTGAACCAGGAGTGAGTC-3' 101
7 :5-GTAGGTTTGTGATGCACTCATC-3'

_E3%:5'-TTTGCATTCATAGACATGCCAG-3'
GSDME N 181
5 -GTTCATCATCAAATAGGACCGC-3'

37 :5"-CAGGAGGCATTGCTGATGAT-3'
GAPDH 138
T :5-GAAGGCTGGGGCTCATTT-3'

Product/bp

1.6 Western blot 4| A549 e =5 A =A% %
B o9 & ik

TR AN ML FREE R, R T PBS V& UL, G
THAL, B0 WCHE AR ITTIE , i A 40 i &8 8 R0 28 11 41
7, PR BOR L, BCA IE AW E ., BEAM
dn AR TR X 20 pg BAREAT T bE S R B SR Y A
Pk Iz BE I (SDS-PAGE ) Hi ik, 70 85 B I RE o HRLIK
2445 60 V.30 min, 120 V .60 min, B K455 5 250 mA
ST HEE 2 h, PVDF R 5% it i 03 %y W 35 11
90 min, TBST YL 4 ¥, B 5 min, JITAKE 5 PE—
Pt,4 CTHREIRE R E, 4 TBST ik 3 I, ik
5 min, I JE MABMLS ALY BEbRIC 10 — 40, 28 TR 0F
272 h, TBST §7 3 ¥, &7k 10 min, 1k GAPDH %,
ECL B2t 852 , % ] Bio-Rad quantity One /473 #7 o
1.7 it F 54

K SPSS 25. 0 &g i+ # 4 #E 47 73 #7, GraphPad
Prism 8. 0 #AF22 K . ARSLH th it BORE, DL wxs
P o WAL R BOR IS REA ¢ K556, 22 41 )
BRI R 2R 07 22 70 M, 2R )5 R A Bonferroni
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AT LA, KB /K HE =0. 05, ﬁﬁfr%% X (P<0.05) ;ffi AT #HIF VX-765

2 #R J&,5 OGD/R A tb i th RG22 R B A7 E L
<P<0 05) ; ffi Jl ¥ T~ # # 7] Z-DEVD-FMK J5, 5

2.1 AS49 e & = by AL OGD/R 41 A% th B, 2 5% JUAT 8632638 L (P<

XTIR41Y OGD/R AN TR 7350 (3. 67+ 0.05, 18] 2) ,
0.64)vs(12.57+1.97) ,0GD/R AN s JA TR T+,

ZFAGETE L (P<0.05) o ZAET R T i 3 20T 25+
IEFRIS , OGD/R+VX-765 21 ,OGD/R+FMK 2 S 1 -, 154 o 205
AP (5.97+1.28) FI (5. 17+0. 78) , ¥ 4% OGD/R »od b 5157 .
Q. o0
AR, ZFA5FE S, WE 1, 5 . . ;10- b
i 0
XA OGD/R 41
10°4Q @ 0- 0-
1335 138 1 2 3 4 1 2 3 4
415 A 415 B

A:IL-1B; B IL-18 1.4 B 41;2. OGD/R #41;3. 0GD/R+
VX-765 48 ;4:0GD/R+FMK 48 ;a:P<0. 05, 5 3¢ B 41 rb 4%
b:P<0.05,%5 OGD/R #a1bix

Comp-PI-A

- + T T 0% it ey
3 4 S 3 4 S
O Comp A A R H2 A549 40 S IL-18 TL-18 Fx B4
OGD/R+VX-765 44 OGD/R+FMK £

S 5
4 Q2 > 4QL
10 3266 2.50 10 3354

2.3 A549 4 fiL 8 T % 4k 5 F Caspase 3, BAX #=

BCL2 # mRNA #=& & £k 69 1L
RT-qPCR 4% 5 i 7%, OGD/R ZH 4 Jifs i T 4 56 43
¥ Caspase 3 .BAX Fll BCL2 ) mRNA A%} 3K & 5%t
, . BRZLAILL Caspase 3 il BAX % ik 7} %, BCL2 # ik
TS T 0 T 1o 1%, BCL2/BAX FLA AR, 2 5 FAT Se it 2 B X (P<
Comp-FITC-A € Comp A D 0,08 5 Y T 1441 78] Z-DEVD-FMK J5 , Caspase 3,
E1 RS BAX il BCL2 f¥) mRNA #]%} % ik & 5 OGD/R 41 Lt
2.2 AS49 mppis B, BT AR A IL-18 A= IL-18  #K,Caspase 3 RIXH A, 2257 A A LI L (P<
o4 3 AL 0.05) ;i FHAET-##I77] VX-765 )5, Caspase 3 .BAX
ELISA Kl 45 5% 5 7%, OGD/R 4 I i Wi h TL-18 BCL2 [y mRNA AR ik 5 OGD/R 4 LL#, 22 5%

FUIL- 18 )7 i 15 00 BRZH LU 2, OGD/REL T 5, 22 5% SEiH4 R (P>0.05, 16 3)

Comp-PI-A

~10° i

M Caspase 3 M Caspase 3
E BAX EA cleaved-Caspase 3
) BAX
2.5 BCIL2 2.0 =
= OBcL2

B

%

3 12 3 4

2 Caspase 3(32x10°)— ‘-. -

:E cleaved-Caspase 3(17x10°)— mw
BAX(21x10°) -

- " BCL2(26x107)— D G S-S e—
XPHRZH OGD/R 41 OGD/R+ OGD/R+ X OGD/R 4l OGD/R+ OGD/R+
VX-765 41 FMK 20 A VX-765 4] FMK 4] B GAPDH(37x1(7) > W GHED SN G=%

A:RT-qPCR #m) 4 & ;B: Western blot %M £ £ ;C. ¥ 2 oM 138 4;2.:0GD/R 28;3:0GD/R+VX-765 41 ;
4.0GD/R+FMK #8;a:P<0.05, 5 2t B8 1b 4% ;b P<0. 05,5 OGD/R #a b4z

B3 A549 fREAT XS FH mRNA FIEBREER
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Western blot 6l 4% 5 i 7~ , OGD/R 2H ] 1= ¢ 4
43+ Caspase 3. cleaved-Caspase 3 .BAX F1 BCL2 [
FIA XF 3¢ 3k 7 5 % B8 20 4 [ Caspase 3. cleaved-
Caspase 3 .BAX ik T} 5, BCL2 F k&K, BCL/BAX
FEM AR, 22 S BA Geit 22 5 L (P<0.05) 5 ffi 1] 1 I
o457 Z-DEVD-FMK J5 | iA ¢ 8 43+ 1Y 85 F AH X
FeihE, 5 OGD/R 4HAH k. Caspase 3, Cleaved-Caspase
3RBTH, ZREAGIHE X (P<0.05) i T
FET- ] VX-765 J5, Caspase 3 ,BAX Fl1 BCL2 [ 4&
FIFI X ik it 5 OGD/R 41 25 5 oG il 2 X
(P>0.05) ,cleaved-caspase 3 $ OGD/R 4 AH*f ik &
A HTREAR, 22 5 BHA G X (P<0.05,4 3) .

2.4 A549 m e X 425 F NLRP3 (ASC  Caspase 1
= GSDMD #) mRNA =& & & ik 69 % 4L

RT-qPCR £ 4% R . 7%, OGD/R 41 4if Jifd £ 1= AH
/3 F NLRP3 ,ASC ,Caspase 1 ,GSDMD A mRNA AH %
ikt X A LT, 2 R BA G L (P<
0.05) ; fff 1 f& T80 il 7] VX-765 J5 Lk 53 F 1Y
mRNA A% ik 5 OGD/R HAHLL BFL T8, 2 5%
BAG % 3 L (P<0.05) 5 {ff {7 I o il 55 Z-

I NLRP3 I NLRP3
B Asc B Asc
2.51 B Casapse | 34 B Casapse |
O GSpMD O Gsbmb
2.0 a
i
5 2

mRNA ZéikKF

EHERIDOESIN

VX-765 41 FMK 41 A

A:RT-qPCR # 45 & ;B: Western blot # 45 R ;C. ¥ 2 & 5 #7

DEVD-FMK J& |4 F B mRNA A% £k EE 0GD/
R 4t 2E ST L (P>0.05,K4)

Western blot #5145 % i3 7, OGD/R 41 2 7~ 6 ft
43+ NLRP3 ,ASC ,Caspase 1 .GSDMD [ 85 HAH X} 3k
WEXHAMEA R, ZRBEASRITEE L (P<
0.05) s i T T-IHIH VX-765 J5 ik 85+ 1Y
EHM A AR S OGD/R HAHL I TIH, 25 A
ALt eEE L (P<0.05) s ffi ] TP T-##i5%] Z-DEVD-
FMK J5 iR SCHE s FHEXT Rk 5 OGD/R 41AH LT
Gt L (P>0.05,[81 4)

2.5 Fzdmipl T AR TER P X85 T BID =
GSDME #5 mRNA #=& & %4

RT-qPCR #5145 % i 7%, OGD/R 41 BID ,GSDME
B mRNA FIXT Fe k| S50 A LT &, 2R A%
T4 L (P<0.05) ;T -6l vX-765 5
BID .GSDME fi) mRNA A%} 555 OGD/R 4 He%s,
BID X} RiE MK, ZRAARIT¥E XL (P<
0.05); f# Bl T ¥ T= 30 %1 %] Z-DEVD-FMK J5 BID,
GSDME 1) mRNA AH Xf % ik i 5 OGD/R 41 [k %%,
GSDME Rk T, 22 /- HA G5 L (P<0.05, 4] 5) .

1 2 3 4
NLRP3(118x10°)— e Ui e "
ASC(23x10°)— - S = o
Casapse 1(45x10%)— = Qb =D GNP
GSDMD(53x10")— S ¢l e Gm

GAPDH(37x10°)—> WS S sw— a—

XPHRZH  OGD/R 4 OGD/R+ OGD/R+
VX-765 41 FMK 41 B

1.5 B 48;2.0GD/R 48;3.:0GD/R+VX-765 41 ;

4:0GD/R+FMK 41;a:P<0.05, 5 2 411k 4 ;b P<0. 05,5 OGD/R 4rbix

4 A549 AR T XE S F mRNA 5E/HEXTRIE

b
1 2 3 4

BID(22x10°)— Sl GNEE Sw— S

GSDMD(55x107)—> - - d—

H BID HEEBID
2090 GSDME a L5 CIGSDME
a

. 154 a .
Hx; > X 1.0
ﬁ 1.0 b g

AV =
=< z
z g{ 0.5
E 05

OF 0

XHE4L OGD/R41 OGD/R+ OGD/R+
VX-765 4 FMK 41 A

A:RT-qPCR #&| 25 & ; B: Western blot #M 45 R ;C. ¥ 2 &5 #7

X4l OGD/R 4l OGD/R+ OGD/R+

GAPDH(37x1(°)—> @i G G &=
VX-765 41 FMK 41

1.5 B 40;2.0GD/R 48;3:0GD/R+VX-765 41 ;

4:0GD/R+FMK #1;a:P<0.05, 55 %} 18 28 1 4% ;b P<0. 05, 5 OGD/R 414k
E5 AS549 451 BID 5 GSDME [ mRNA F1E {851 5k5%



1124 it 22 o R 22, 2022,44(11)

http : //aammt. tmmu. edu. cn

Western blot 45 il 2% 5 @ 75, OGD/R 4 BID,
GSDME 85 [ A X 255 5 5 0 IRALAH e T, 22 57 2
ALt FE L (P<0.05) ; ffi i 7 FE T fl57 VX-765
J&i BID (GSDME [y FHAHX =ik &5 OGD/R 41 His,
BID X} RiEHF M, ZRAARIFTFE X (P<
0.05); fi F§ T %8 T= 40 %1 %] Z-DEVD-FMK J5 BID.
GSDME ()& X} #ik 5 OGD/R 4] Hh4s , GSDME
T, EZRHEASIFE L (P<0.05,K5) .

3 g

AW 5T FEUIE 52 24 1] OGD/R 5471 51 & A549
Filive b Rz 4B & A R T, H 2 HT OGD/R 45 /F34 1] [
A &2 AS49 20 3 T 5 U T AR AR T 0l 50 X 1 A A
JIBE Ty sAFAEAS U0, H T3R8 13 Caspase 3
Fl Caspase 1 3458 #h LI 45 L 7R OGD/R & T
Caspase 1/BID F11 Caspase 3/GSDME %£4% , #&7x OGD/
R 51 &M T S PR TR AE L 25 Sl

PHT S AR TR P F 5 PR 40 A P A Rk AN
[ R PP FE T 2 i R A G €0 o [ 4
J BAL DL S A AR I B AN P 2 4 i 352 i D 48
i PR TR i U B A i L i
BET M N s L e R M TR BB, A b5 2
RAEL B o ABFSE KB, OGD/R [R5 & A549
YA A T AR T, ) T3 = ) T A A A A T B
P 75 AT DL A i o — i R B T CAS ATk
G 20 B 22 b ) o — oy U AR LR AR T
T o8 200 B 45 ) 1) R T 72, DT DR 9 RE SR, S —
AMEAS ST 1 ) L

AW KB, 5 T AT VX-765 AbFR S, £
T- % 5 4> F NLRP3, ASC . Caspase 1 I GSDMD [
mRNA 58 13k 5 HIFEAR, 85 5% B BT inE
T IL-18 A1 IL-18 {3k B HH LR AR, 2B OGD/R
SLHEMAIEAET Z 2N H] . 5 e R, 3 220 A U
RIS R A TP R VX-T765
NPTt 2 3 1T H0 ], (H IR T 5C 55 Caspase 3,
BAX Al BCL2 ) mRNA FIEE [ 23k K 52 Bl 5, iX
#2218 OGD/R 5 A4 T- R fE#S ) Caspase 3 Z Fk
(RS AR . AT UESE, FE T2 684> F Caspase 1
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